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through inhibition of transcription factor Slug, rather than 
Snail.
Conclusion Our study demonstrated that the elevated 
CNTN-1 expression closely correlated with cancer metas-
tasis and patient survival, and its functions seemed to 
be important in migration and invasion of gastric cancer 
cells via EMT alteration probably mediated by inhibition 
of Slug. CNTN-1 may be a potential therapeutic target for 
gastric cancer.
Keywords Contactin-1 · Gastric cancer · Epithelial–
mesenchymal transition · Tumorigenicity
Introduction
Gastric cancer, as the fourth most common malignancy 
(Jemal et al. 2011) and the second leading cause of cancer-
related death in the world (Nagini 2012), remains highly 
prevalent and accounts for a considerable amount of mor-
bidity and mortality (Ferlay et al. 2015). Metastasis is still 
a major impediment to the successful treatment of gastric 
cancer despite advancements in surgical technique and 
chemotherapy over the years (Catalano et al. 2009). There-
fore, identification of novel biomarkers involved in meta-
static progression of gastric cancer may provide potential 
therapeutic targets.
The neuronal cell adhesion molecule contactin-1 
(CNTN-1), as a member of the immunoglobulin gene fam-
ily and a glycosylphosphatidylinositol (GPI)-anchored neu-
ronal membrane protein (Falk et al. 2002), mediates cell 
surface interactions in the nervous system and participates 
in various signal transduction pathways such as a functional 
ligand for Notch (Berglund and Ranscht 1994; Hu et al. 
2003). Recent studies have shown that CNTN-1 is involved 
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Purpose Contactin-1 (CNTN-1) has been shown to pro-
mote cancer metastasis. Previously, we have reported that 
the expression of CNTN-1 was upregulated in gastric can-
cer tissues compared with adjacent normal tissues. Here, 
we investigated the significance of CNTN-1 expression and 
its underlying mechanism of metastasis mediated by epi-
thelial–mesenchymal transition (EMT) in gastric cancer.
Methods The expressions of CNTN-1 and EMT-related 
proteins were assayed through immunohistochemical stain-
ing of pathological specimens from patients with gastric 
cancer. Other methods including reverse transcriptase poly-
merase chain reaction, Western blotting, stably transfected 
against CNTN-1 into MKN45 cells, migration and invasion 
assays in vitro and nude mouse tumorigenicity in vivo were 
also utilized.
Results The results revealed that CNTN-1 expression 
was elevated and positively correlated with metastasis, 
EMT-related markers and poor prognosis in patients with 
gastric cancer. Moreover, CNTN-1 expression might asso-
ciate with invasive ability to some extent in gastric cancer 
cell lines KATO-Ш, SGC7901 and MKN45. Knockdown 
of CNTN-1 expression in MKN45 cells using short hairpin 
RNA (shRNA) had notable effects on cell migration and 
invasion, rather than proliferation in vitro and in vivo. Fur-
thermore, suppression of CNTN-1 expression altered EMT 
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in tumor invasion and metastasis, for example in non-small 
cell lung cancer and so on (Lehembre et al. 2008; Van Kils-
donk et al. 2008; Gavert et al. 2007; Su et al. 2006a, b). 
Notably, Su et al. (2006a, b) first determined CNTN-1 as 
a metastasis-promoting oncogene. Knockdown of CNTN-1 
expression suppressed invasion and metastasis of lung 
adenocarcinoma cells in vitro and inhibited the metastasis 
dramatically but not the formation of transplanted tumor 
in an animal model. CNTN-1-mediated RhoA (not Cdc42 
or Rac1) activation suggested that CNTN-1 was a critical 
regulator for the invasion and the metastasis of lung ade-
nocarcinoma cells through RhoA-dependent pathway (Su 
et al. 2006a). Moreover, CNTN-1 had also been found to 
correlate with invasion and metastasis in esophageal can-
cer (Liu et al. 2011) and oral squamous cell carcinoma 
(Liu et al. 2012). The vascular endothelial growth factor-
c/vascular endothelial growth factor receptor 3 (VEGF-C/
VEGFR-3)-mediated invasion and metastasis of cancer 
cells was reported to elevate CNTN-1 expression through 
Src/p38 MAPK-C/EBP-dependent pathway, suggesting 
that CNTN-1 was a downstream effector of the VEGF-C/
VEGFR-3 signal pathway in cancer cells (Su et al. 2006b). 
Knockdown of VEGFR-3 resulted in downregulation of 
CNTN-1 expression in the gastric cancer cell line MKN45 
(Qin et al. 2011). Additionally, the fact that CNTN-1 cor-
related with VEGF-C and VEGFR-3 expression in gastric 
cancer indicated that CNTN-1 could play a key role in the 
gastric cancer progression (Yu et al. 2013). However, fur-
ther trials demonstrating whether CNTN-1 promotes inva-
sion and metastasis of gastric cancer and the underlying 
mechanism of CNTN-1-mediated metastasis of gastric can-
cer seem to be required. Recent research revealing that the 
neuronal cell adhesion molecule (NCAM) induced epithe-
lial cell migration and correlated with tumor invasion indi-
cated a link between NCAM function, the loss of E-cad-
herin expression and cell invasion (Lehembre et al. 2008). 
Furthermore, CNTN-1 has been shown to advance cancer 
metastasis. CNTN-1 ablation resulted in upregulation of 
E-cadherin expression via activating AKT pathway in lung 
cancer (Yan et al. 2013), consistent with E-cadherin being 
suppressive of cancer cell invasion.
Despite mounting evidences in favor of CNTN-1-medi-
ated cancer metastasis, the role of CNTN-1 in gastric can-
cer invasion and metastasis and the underlying mechanisms 
responsible for this process should be further investigated. 
Thus, the objective of the present study was to demon-
strate the association of CNTN-1 expression with clinico-
pathological features and the possibility of CNTN-1 being 
a prognostic marker in the patients with gastric cancer, 
the potential regulation of CNTN-1-induced invasion and 
metastasis of gastric cancer cells in vitro and in vivo and 
the relationship between CNTN-1 expression and expres-
sion of EMT-related proteins.
Materials and methods
Patients selection and tissues preparation
A total of 72 patients who underwent radical gastrectomy 
for primary gastric carcinoma at our hospital from Janu-
ary 2009 to December 2010 were selected. None of them 
accepted any preoperative chemotherapy or radiotherapy. 
Preoperative informed consent was obtained from each 
patient registered in this study in accordance with institu-
tional guidance, and this study was also approved by the 
ethics committee of our hospital before its start. Primary 
lesion and the adjacent normal gastric mucosas at the 
places of 5 cm far from the edge of primary lesion, which 
were identified pathologically, were excised and fixed in 
10 % neutral-buffered formalin and then embedded in 
paraffin blocks for HE staining and various immunohisto-
chemical stainings. Regarding prognostic analysis of these 
patients, the deadline of follow-up for patients was until 
October 2014, and a total of nine cases (12.5 % patients) 
lost to follow-up.
Immunohistochemistry
Serial tissue sections were cut at 4 μm thick and then 
deparaffinized, rehydrated and heat-treated for 30 min 
in citrate buffer (pH 6.0) for antigen retrieval. Endog-
enous peroxidase activity was blocked by 3 % hydrogen 
peroxide for 10 min. Sections were blocked with 5 % 
normal blocking serum. Afterward, sections were incu-
bated overnight with the following antibodies: CNTN-1 
mAb (1:500, Abcam, UK), E-cadherin mAb (1:200, Cell 
Signaling Technology, USA), Snail pAb (1:200, Abcam, 
UK), Slug mAb (1:200, Cell Signaling Technology, USA) 
and N-cadherin mAb (1:100, Cell Signaling Technology, 
USA). The next day, sections were incubated for 40 min 
with biotin-conjugated anti-IgG serum (Boster, China). 
Sections were then incubated with an SABC solution 
according to the manufacturer’s instruction. The primary 
antibody was visualized using diaminobenzidine tetra-
chloride kit (Boster, China) for 10 min. Finally, sections 
were observed under a light microscopy. All sections 
were evaluated and scored by two independent patholo-
gists blind to each patient’s status. The evaluation of 
staining result was graded as described previously (Yu 
et al. 2013), and the percentage of staining cell scores (0 
point = 0–5 %; 1 point = 6–25 %; 2 points = 26–50 %; 
3 points = more than 50 %) and the staining intensity 
scores (0 point = negative; 1 point = weak intensity; 2 
points = moderate intensity; 3 points = strong inten-
sity) were summed. The sum scores with ≥3 points were 
regarded as positive, while the sum scores with <3 points 
were considered as negative.
2111J Cancer Res Clin Oncol (2015) 141:2109–2120 
1 3
Cell culture
The cell lines KATO-III, SGC7901 and MKN45 of human 
gastric cancer were purchased from American Type Culture 
Collection (ATCC, USA). According to the manufactur-
er’s instruction, both of SGC7901 and MKN45 cells were 
cultured in 90 % RPMI-1640 (Gibco) supplemented with 
10 % fetal bovine serum (Gibco), and KATO-III cells were 
cultured in 80 % IMDM (ATCC, USA) supplemented with 
20 % fetal bovine serum (Gibco). All cell lines were main-
tained in a humidified atmosphere of 37 °C at 5 % CO2.
RT‑PCR
Total RNA was extracted from gastric cancer cells with Tri-
zol reagent (Invitrogen, USA) following the manufacturer’s 
protocol. Reverse transcriptase polymerase chain reac-
tion (RT-PCR) was done using the isolated RNA with the 
primer pairs as follows: the primer sequences for CNTN-1 
were 5′-TGTTCAGCAAATTCATCCCA-3′ (forward) and 
5′-TCTACCCACTCAGGGAATGC-3′ (reverse), for E-cad-
herin were 5′-TGCCCAGAAAATGAAAAAGG-3′ (forward) 
and 5′-GTGTATGTGGCAATGCGTTC-3′ (reverse), for Slug 
were 5′-GGGGAGAAGCCTTTTTCTTG-3′ (forward) and 
5′-TCCTCATGTTTGTGCAGGAG-3′ (reverse), for Snail 
were 5′-CCTCCCTGTCAGATGAGGAC-3′ (forward) and 
5′-CCAGGCTGAGGTATTCCTTG-3′ (reverse), for N-cad-
herin were 5′-ACAGTGGCCACCTACAAAGG-3′ (forward) 
and 5′-CCGAGATGGGGTTGATAATG-3′ (reverse), and for 
GAPDH, as the internal control, were 5′-ACGGATTTGG 
TCGTATTGGGCG-3′ (forward) and 5′-CTCCTGGAAG 
ATGGTGATGG-3′ (reverse). PCR products were visualized 
by ethidium bromide staining after separation by agarose gel 
electrophoresis.
Western blotting assay
Cells were lysed with lysis buffer radioimmunoprecipita-
tion assay (RIPA) (Beyotime Institute of Biotechnology, 
China) and a mixture of protease inhibitors phenylmethane-
sulfonyl fluoride (PMSF) (Beyotime Institute of Biotech-
nology, China). The protein concentration was estimated by 
bicinchoninic acid (BCA) protein assay kit (Beyotime Insti-
tute of Biotechnology, China). Equal amounts of protein 
were separated on sodium dodecyl sulfate–polyacrylamide 
gel electrophoresis (SDS-PAGE). After being transferred to 
polyvinylidene difluoride (PVDF) membranes (Millipore, 
USA), membranes were blocked with 5 % non-fat milk and 
then incubated with primary antibodies at 4 °C overnight. 
Secondary antibodies were incubated for 2 h at room tem-
perature. Protein bands were visualized using the enhanced 
chemiluminescence detection kit (Thermo scientific, USA). 
The primary antibodies were: CNTN-1 mAb (1:1000, 
Abcam, UK), E-cadherin rabbit mAb (1:1000, Cell Sign-
aling Technology, USA), Slug rabbit mAb (1:1000, Cell 
Signaling Technology, USA), Snail rabbit pAb (1:1000, 
Abcam, UK), N-cadherin rabbit mAb (1:1000, Cell Sign-
aling Technology, USA) and GAPDH mAb-HRP (1:5000, 
Bioworld Technology, USA).
RNA interference and stably transfected clone selection
Four shRNA oligonucleotide sequences for targeting 
human CNTN-1 gene mRNA were designed using the 
RNAi designer. A scrambled sequence of targeting CNTN-1 
sequences was used as a control. The control shRNA (con 
sh) targeting sequence is 5′-TTCTCCGAACGTGTC 
ACGTAA-3′; the shRNA1 (sh#1) targeting sequence is 
5′-GCCGTGGTTCAGACAATCATA-3′; the shRNA2 
(sh#2) targeting sequence is 5′-CCCGGTTTACAAATGG 
AGAAT-3′; and the shRNA3 (sh#3) targeting sequence is 
GCCGGAATGTATCAGTGCATA-3′. The recombinant 
lentivirus with CNTN-1-gene was produced by co-trans-
fection of 293T cells with helper plasmids (psPAX2 and 
pMD2G) with Lipofiter (Hanbio, China). After 48 h, the 
cultured supernatant was harvested, filtered and concen-
trated by ultracentrifugation. To establish stable CNTN-
1-gene-knockdown cell lines, MKN45 cells were trans-
duced with lentiviral RNAi vector. After 72 h, cells were 
treated with 2 μg/ml puromycin. Puromycin-resistant 
clones were selected and expanded for additional studies.
Cell proliferation assay
Cells were seeded in 96-well plates at a density 5 × 103 
cells per well. At the indicated times (0, 24, 48, 72 and 96 h 
after culture), 10 µl of cell counting kit-8 (CCK-8, Dojindo, 
Japan) solution was added to each well and incubated for 
another 80 min at 37 °C, and then the absorbance at 450 nm 
was measured to calculate cell growth rates.
Immunofluorescence staining
Cells were fixed with 4 % paraformaldehyde for 15 min and 
then blocked by incubation in normal goat serum for 30 min. 
The primary antibody was applied to the samples at a dilu-
tion of 1:100 and incubated at 4 °C overnight. The slides were 
incubated with Texas Red-conjugated secondary antibody 
(Sigma, USA) for 1 h and counterstained with 4′,6-diamid-
ino-2-phenylindole (DAPI). Finally, the Texas Red-labeled 
cells were analyzed under a fluorescence microscope.
Cell scratch‑wound assay
Cells were cultured at 80–90 % confluence in six-well 
plates Wound areas were scraped using 10-µl plastic tips 
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to produce a straight line. Images were taken every 24 h 
to monitor the wound healing process, using an inverted 
research microscope eclipse TS100/100-F (Nikon, Japan). 
The healing rate = (0–72 h width)/0 h width.
Cell migration and invasion assays
Migration assay was performed using 24-well 8-µm pore 
size transwell plates (Corning, USA) without Matrigel 
Matrix Basement Membrane coated on the bottom of tran-
swell chamber. To measure cell invasion, the bottom of 
transwell chamber was coated with BD Matrigel™ Matrix 
Basement Membrane (BD Biosciences, USA). The upper 
chamber was filled with 2 × 105 cells in 200-μl serum-
free medium. The lower chamber was filled with 600-μl 
medium containing 20 % fetal bovine serum as a chemoat-
tractant. After 24 h of incubation, non-invading cells on the 
upper surface of the membrane were removed by scrap-
ing. Invading cells on the lower side of the membrane were 
fixed in 4 % paraformaldehyde and stained with 0.05 % 
crystal violet. The number of invasive cells was counted 
under a microscope (Zhang et al. 2013).
In vivo tumorigenesis
Six-week-old male nude athymic BALB/c mice were used 
to examine tumorigenicity. To determine the function of 
CNTN-1 in tumor formation, the con sh or sh#2 group 
cells (4 × 106 cells in 0.2 ml volume) were injected sub-
cutaneously into the right flanks of nude mice followed by 
measurements of the tumors size at 5-day intervals. Tumor 
size was measured by the formula: volume = (short diam-
eter)2 × (long diameter)/2 (Su et al. 2006a; Yang et al. 
2014). At 30 days after inoculation, the mice were killed, 
and the tumor mass were weighted. To ascertain the role 
of CNTN-1 in tumor metastasis, the above two group 
cells (3 × 106 cells in 0.2 ml volume) were intravenously 
injected into the lateral tail vein of nude mice, respectively. 
At 4 weeks after injection, the lungs of nude mice were 
observed by Siemens Inveon Micro-PET/CT (Inveon MM 
platform, Siemens Preclinical Solutions, USA). Mice were 
killed, and lungs were removed for counting the number of 
metastasis nodules and then being fixed in 10 % neutral-
buffered formalin for additional examination. The assays 
were done using six nude mice per group, and all animal 
work was carried out according to institutional guidelines.
Statistical analysis
The data are presented using mean ± SD. Statistical analy-
ses of clinicopathological parameters were performed by 
Chi-square. Bivariate relations between study variables 
were analyzed by Spearman’s rank correlation coefficient. 
Survival curves were obtained using the Kaplan–Meier 
method, and statistic assess for survival was analyzed by 
log-rank method. The multivariate evaluation was per-
formed by logistic analysis for these correlations to explain 
the more important significances of the observed features. 
The Cox regression model was used for multivariate analy-
sis of prognostic factors. For cell and animal experiments, 
data were analyzed by one-way ANOVA or Student’s t test. 
All the analyses were performed using SPSS 17.0 software 
(SPSS Inc, USA). Statistical significance was defined as 
p < 0.05.
Results
Increased expression of CNTN‑1 is associated 
with EMT‑related proteins in gastric cancer
The expression levels of CNTN-1, E-cadherin, Snail, Slug 
and N-cadherin were compared in primary lesion and in 
adjacent normal gastric mucosas of 72 patients with gas-
tric cancer by immunohistochemical staining (Fig. 1a). As 
shown in Table 1, CNTN-1, Snail, Slug and N-cadherin 
shared significantly higher expression in primary lesion, 
respectively, compared with those in adjacent normal gas-
tric mucosa (p < 0.001, p = 0.001, p = 0.029 and p = 0.011, 
respectively). E-cadherin showed significantly lower 
expression in primary lesion (p < 0.001). Then, the correla-
tions between clinicopathological features of patients with 
gastric cancer and expression levels of CNTN-1 and EMT-
related proteins in primary lesion were evaluated (Table 2). 
The expression levels of CNTN-1, E-cadherin, Slug and 
N-cadherin were closely correlated with T stage, pTNM 
stage and lymph node metastasis, respectively (p < 0.05). 
Snail was found to be significantly correlated with T stage 
and pTNM (p = 0.036 and p = 0.005, respectively), rather 
than with lymph node metastasis (p = 0.260) (Table 2). 
Table 3 shows that the expression levels of CNTN-1 were 
positively related to those of Slug (r = 0.324, p = 0.005) 
and N-cadherin (r = 0.244, p = 0.039), but negatively 
related to E-cadherin expression (r = −0.430, p < 0.001) 
in primary lesion. Furthermore, the multivariate evaluation 
by logistic analysis revealed that lymph node metastasis 
(p < 0.001) was the independent risk factor for CNTN-1 
expression.
The expression levels of CNTN‑1 and EMT‑related 
proteins predict overall survival time of patients 
with gastric cancer
The correlation of the expression of CNTN-1 or EMT-
related proteins with the prognosis of patients suffering 
from gastric cancer was also investigated (Fig. 1b–f), which 
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showed that patients with gastric cancer, respectively, with 
CNTN-1 positive, Slug positive, or N-cadherin positive 
but E-cadherin negative survived significantly shorter than 
those with CNTN-1 negative, Slug negative, or N-cadherin 
negative but E-cadherin positive, while there were no sig-
nificant difference between patients with Snail positive and 
patients with Snail negative. Further investigation by multi-
variate analysis showed that CNTN-1 positive (p = 0.001) 
and Slug positive (p = 0.002) were the independent risk 
factors for survival, respectively.
CNTN‑1 expression might associate with in vitro 
invasive ability to some extent
The expressions of CNTN-1 mRNA and CNTN-1 protein 
were detected by RT-PCR and Western blotting, respec-
tively (Fig. 2a, b). Then, the cell invasive ability was dem-
onstrated in vitro based on the principle of transwell inva-
sion assay. Cells migrating through the Matrigel Matrix are 
shown in Fig. 2c. Obviously, the expressions of CNTN-1 
mRNA and CNTN-1 protein were proved to increase 
in highly invasive SGC7901 and MKN45 cells but to 
reduce in poorly invasive KATO-III cells, suggesting that 
CNTN-1 expression was positively associated with gas-
tric cancer cell invasiveness. Furthermore, the above-men-
tioned clinical results in this investigation demonstrated 
that the elevated expression of CNTN-1 was associated 
Fig. 1  Immunohistochemical expressions of CNTN-1 and EMT-
related markers and survival curves. a Immunohistochemical stain-
ings of CNTN-1, E-cadherin, Snail, Slug and N-cadherin in primary 
lesion and adjacent normal gastric mucosas. b–f The overall survival 
matching to the different expressions of CNTN-1 and EMT-related 
markers in the patients with gastric cancer. Scale bar = 100 µm
Table 1  Expressions of CNTN-1, E-cadherin, Snail, Slug and N-cad-
herin (Chi-square test) [n (%)]




+ 43 (59.7) 22 (30.6) <0.001
– 29 (40.3) 50 (69.4)
E-cadherin
+ 31 (43.1) 52 (72.2) <0.001
– 41 (56.9) 20 (27.8)
Snail
+ 38 (52.8) 18 (25.0) 0.001
– 34 (47.2) 54 (75.0)
Slug
+ 39 (54.2) 26 (36.1) 0.029
– 33 (45.8) 46 (63.9)
N-cadherin
+ 38 (52.8) 23 (31.9) 0.011
– 34 (47.2) 49 (68.1)
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with EMT-related proteins in gastric cancer. As shown in 
Fig. 2a, b, the expressions of E-cadherin mRNA and pro-
tein increased in poorly invasive gastric cancer cells but 
declined in highly invasive gastric cancer cells, and the 
expressions of Snail mRNA and protein were almost identi-
cal. The mRNA and protein levels of Slug and N-cadherin 
showed the opposite results of E-cadherin expression. All 
of these results implied that CNTN-1 might have a correla-
tion with gastric cancer cells metastasis to some extent by 
inducing the EMT process via activating Slug, but probably 
not Snail.
Transfection efficiency of lentiviruses containing 
CNTN‑1 shRNA on CNTN‑1 expression in MKN45 cells
To further ascertain the function of CNTN-1 in gastric can-
cer metastasis, three human CNTN-1-targeted RNA inter-
ference expression vectors (siRNA) as well as a control 
Table 2  Correlation of CNTN-
1, E-cadherin, Snail, Slug and 
N-cadherin immunostaining 
with clinicopathological 
features in gastric cancer tissues 
(Chi-square) (n)
Features n CNTN-1 E-cadherin Snail Slug N-cadherin
+ – p + – p + – p + – p + – p
Age (years)
≥60 49 30 19 0.704 22 27 0.645 29 20 0.112 25 24 0.434 27 22 0.564
<60 23 13 10 9 14 9 14 14 9 11 12
Gender
Male 48 25 23 0.062 23 25 0.239 23 25 0.243 26 22 1.000 24 24 0.504
Female 24 18 6 8 16 15 9 13 11 14 10
Tumor size (cm)
≥5 41 26 15 0.463 16 25 0.427 24 17 0.260 25 16 0.182 22 19 0.863
<5 31 17 14 15 16 14 17 14 17 18 15
Lauren’s classification
Diffuse 21 15 6 0.194 8 13 0.585 13 8 0.320 12 9 0.745 9 12 0.279
Intestinal 51 28 23 23 28 25 26 27 24 29 22
Vascular invasion
With 21 16 5 0.068 6 15 0.111 11 10 0.965 13 8 0.398 13 8 0.320
Without 51 27 24 25 26 27 24 26 25 25 26
Lymphatic vessel invasion
With 31 22 9 0.091 10 21 0.108 19 12 0.208 19 12 0.291 19 12 0.208
Without 41 21 20 21 20 19 22 20 21 19 22
T stage
T1 + T2 33 13 20 0.001 19 14 0.022 13 20 0.036 27 21 0.005 12 21 0.010
T3 + T4 39 30 9 12 27 25 14 12 12 26 13
pTNM stage
I + II 34 14 20 0.002 20 14 0.011 12 22 0.005 12 22 0.002 13 21 0.019
III + IV 38 29 9 11 27 26 12 27 11 25 13
Lymph node metastasis
With 41 32 9 <0.001 10 31 <0.001 24 17 0.260 28 13 0.006 26 15 0.038
Without 31 11 20 21 10 14 17 11 20 12 19
Table 3  Spearman relation analysis among expressions of CNTN-1, 
E-cadherin, Snail, Slug and N-cadherin in gastric cancer tissues by 
immunohistochemistry (n)
CNTN-1
+ – r p value
E-cadherin
+ 11 20 −0.430 <0.001
– 32 9
Snail
+ 25 13 0.131 0.274
– 18 16
Slug
+ 29 10 0.324 0.005
– 14 19
N-cadherin
+ 27 11 0.244 0.039
– 16 18
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vector to knock down CNTN-1 expression were used in 
MKN45 cells. Compared with those in the con sh group, 
the CNTN-1 protein expressions dramatically reduced 
in the sh#2 group (Fig. 3a). Similarly, the most widely 
decreased staining of the sh#2 group was observed by 
immunofluorescence staining (Fig. 3b). These results 
Fig. 2  Correlation of CNTN-1 expression and invasive ability in 
vitro. a, b The mRNA and protein expressions of CNTN-1 and EMT-
related markers in various gastric cancer cell lines. GAPDH mRNA 
and protein were used as internal control. c Relative invasion abilities 
of three different gastric cancer cell lines. *p < 0.05 vs lower invasive 
KATO-III cells. Scale bar = 100 µm
Fig. 3  Knockdown of CNTN-1 expression with lentiviral expres-
sion vector in MKN45 cells. a The interfering efficiency of CNTN-1 
in MKN45 cells transfected with lentiviral expression vectors (con 
sh, sh#1, sh#2 and sh#3) was determined by Western blotting, and 
GAPDH was used as internal control. b Immunofluorescence stain-
ing to demonstrate the interfering efficiency of CNTN-1 in differ-
ent groups. Targeted protein was stained in red color, and the nuclei 
were stained in blue color. GFP meant green fluorescent protein. 
**p < 0.001, *p < 0.05 vs group con sh
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indicated that the sh#2 group had the highest interfering 
efficiency in MKN45 cells. Therefore, the MKN45 sh#2 
group cells were used for follow-up experiments.
CNTN‑1 promotes EMT in MKN45 cells
To prove whether CNTN-1 knockdown induces EMT in 
MKN45 cells, the quantitative expression levels of these 
biomarkers were measured by Western blotting in the 
parental MKN45 cells, the con sh MKN45 cells and the 
sh#2 MKN45 cells. Compared with those in the paren-
tal and those in the con sh groups, the protein levels of 
CNTN-1, Slug and N-cadherin in the sh#2 group signifi-
cantly decreased. Inversely, the protein levels of E-cad-
herin in the sh#2 group dramatically increased (Fig. 4a). 
However, knockdown of CNTN-1 in the sh#2 group did 
not affect Snail expression (Fig. 4a), which suggested 
that EMT process mediated by CNTN-1 was due to 
Slug rather than Snail, based on the above results of this 
investigation.
CNTN‑1 modulates cell migration and invasion 
in MKN45 cells
The migration and invasion capacities of the paren-
tal MKN45 cells, the con sh MKN45 cells and the sh#2 
MKN45 cells were compared using transwell cham-
bers. The migratory and invasive activities were strongly 
impaired in the sh#2 group cells (Fig. 4b, c). On the other 
hand, the cell scratch-wound assay was used in order to 
provide further evidence for the effect of CNTN-1 expres-
sion on the ability of cell migration (Fig. 4d). As revealed, 
the sh#2 group cells migrated observably slower com-
pared with those in the parental group or in the con sh 
group. Taken together, these above results indicated that 
knockdown of CNTN-1 expression played a critical role 
in migration and invasion of MKN45 cells. To rule out 
the possibility that the effects of CNTN-1 on cell migra-
tion and invasion were attributable to different prolifera-
tion rates, the cellular growth rates in three groups were 
compared. As shown in Fig. 4e, all cells exhibited similar 
Fig. 4  Suppression effects of CNTN-1 expression on EMT-related 
markers and the invasive ability of MKN45 cells. a After stable 
knockdown of CNTN-1, EMT-related markers were detected by 
Western blotting, and GAPDH was used as internal control. b, d 
Effects of inhibition of CNTN-1 expression on the migration capac-
ity of MKN45 cells by transwell assay and cell scratch-wound assay, 
respectively. The account of migratory cells and the measurement 
of the gap were taken under a microscope. c Silencing effects of 
CNTN-1 expression on the invasive ability of MKN45 cells detected 
by transwell assay. The invasive cells were counted under a micro-
scope. e Effects of knockdown of CNTN-1 expression on the prolif-
eration capacity of MKN45 cells by CCK-8 assay. **p < 0.001 vs 
group parental. Scale bar = 100 µm
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proliferation rates under the same conditions, suggesting 
that the impaired MKN45 cells migration and invasion via 
knockdown of CNTN-1 expression were not associated 
with cellular proliferation rate.
CNTN‑1 is essential for MKN45 cells metastasis in vivo
To characterize whether CNTN-1 could affect tumor for-
mation in vivo, cells from the con sh group or sh#2 group 
were injected subcutaneously into the right flanks of nude 
mice. The weight and the volume of tumor were almost 
identical between the two groups (Fig. 5a), and expression 
of CNTN-1 was further demonstrated to be downregulated, 
while E-cadherin expression upregulated in the sh#2 group 
in xenograft tumors (Fig. 5b), suggesting that CNTN-1 
was not essential for tumor formation by these cells. To 
explore whether loss of CNTN-1 expression could inhibit 
cell metastasis in vivo, cells from above-mentioned groups 
were injected into the tail vein of nude mice, respectively. 
The lungs of nude mice were scanned via Micro-PET/CT 
exposure, and the number of lung metastatic nodules was 
calculated 4 weeks later. Obviously, compared with those in 
the sh#2 group, images showed that the lung metastatic foci 
in the con sh group were much more (Fig. 5c). Consistent 
with the result of Micro-PET/CT imaging, a significantly 
less number of lung metastatic nodules could be counted 
Fig. 5  Influences of CNTN-1 knockdown on the proliferation and 
the metastasis of cancer cells in vivo. a Tumor in group con sh and 
group sh#2 in nude mice. Tumor volume was measured every 5 days. 
At 30 days after inoculation, nude mice were killed and tumors were 
weighed. b Expressions of CNTN-1 and E-cadherin in xenograft 
tumors of group con sh and group sh#2 were determined by West-
ern blotting. c, d Tumor metastasis in the lung of nude mice using 
lung metastasis model. c Observation on the lungs of nude mice by 
Micro-PET/CT scanning. d At 4 weeks after injection of cancer cells, 
nude mice were killed, and the average metastasis nodules in lungs 
were counted. e Metastatic tumor nodules (shown by red arrows) 
could be histologically identified by HE staining in the lungs of 
nude mice. f Expressions of CNTN-1 and E-cadherin in metastasis 
nodules in lungs of nude mice were determined by immunohisto-
chemistry. n = 6 in each group. **p < 0.001 vs group con sh. Scale 
bar = 100 µm
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in the sh#2 group compared with those in the con sh group 
(Fig. 5d, e). Additionally, expression of CNTN-1 was 
decreased, while E-cadherin expression was increased in 
the sh#2 group in metastasis nodules in the lungs (Fig. 5f), 
which was consistent with the results in vitro. Therefore, 
knockdown of CNTN-1 expression in MKN45 cells could 
be concluded to inhibit the formation and the development 
of metastatic nodules in the lungs.
Discussion
Identification of novel targets in the metastatic process of 
gastric cancer is promising. The present study reveals that 
CNTN-1 plays a significant role in the invasion and the 
metastasis of gastric cancer. CNTN-1, highly expressed 
in gastric cancer compared with that in adjacent normal 
gastric mucosa, was found to be correlated with clinical 
metastasis and patient survival. It was revealed that the sup-
pression of CNTN-1 expression in gastric cancer cell could 
inhibit the migration and the invasion of gastric cancer cells 
in vitro and gastric cancer cell metastasis in vivo. Further-
more, this study demonstrated that CNTN-1 overexpres-
sion was closely correlated with EMT markers (E-cadherin, 
Slug and N-cadherin) changes proved by immunohisto-
chemistry in primary lesion of patients with gastric can-
cer and that knockdown of CNTN-1 could reverse EMT 
markers alterations via silencing of Slug expression (not 
Snail) in gastric cancer MKN45 cells. Based on these 
observations, this investigation of ours not only contributed 
to describe a role for CNTN-1 in gastric cancer but also 
explained, at least partially, the mechanism through which 
CNTN-1 facilitated gastric cancer metastasis.
CNTN-1, located in the 12q11–q12 chromosomal 
region (Berglund and Ranscht 1994) and composed of six 
Ig repeats and four fibronectin type III domains, is the first 
identified member of the CNTN family of NCAMs (Shi-
moda and Watanabe 2009). NCAM has been observed 
to be upregulated coupled with loss of E-cadherin, and a 
subpopulation of NCAM protein translocates to lipid rafts 
to bind to p59Fyn (Fyn, a member of the Src kinase family 
regulating cell mobility). Subsequent activation of p59Fyn 
and its effector substrate focal adhesion kinase (FAK) leads 
to increased cell spreading and migration by β1-integrin-
dependent focal adhesions (Lehembre et al. 2008). Notably, 
CNTN-1 has been found to interact with other cell surface 
proteins deemed to participate in various signal transduc-
tion pathways. This finding is consistent with previous 
investigations suggesting that CNTN-1 binds to receptor 
protein tyrosine phosphatase β (RPTP-β) to facilitate neu-
rite outgrowth (Sakurai et al. 1997) and RPTP-α to trans-
duce extracellular signals to Fyn kinase (Umemori et al. 
1994) that regulates cell mobility. Such findings as above 
mentioned and demonstrations in this study of ours are in 
line with the fact that CNTN-1 plays a critical role in can-
cer metastasis.
However, the studies involving the mechanism by which 
CNTN-1 promotes cancer metastasis remain insufficient 
to deduce the mechanism of gastric cancer metastasis. 
Here, we demonstrated, for the first time according to our 
knowledge, that one of the unclear mechanisms is how to 
inhibit E-cadherin expression in gastric cancer. The idea 
that is now commonly known as EMT arose in the early 
1980s from observations by Elizabeth Hay (Hay 1995), 
who delineated the process of from epithelial to mesenchy-
mal phenotype in the primitive streak of chick embryos. 
Moreover, subsequent studies revealed that loss of E-cad-
herin was a crucial promoter of invasion and metastasis 
of epithelial-origin cancers (Onder et al. 2008; Lim et al. 
2000). The acquisition of mesenchymal cell markers 
(N-cadherin and vimentin) and loss of epithelial cell mark-
ers (E-cadherin) are mainly due to the modulation of such 
transcription factors as Slug, Snail, ZEB1, SIP1 and Twist 
(Peinado et al. 2004; Wu and Zhou 2010). In line with the 
loss of E-cadherin principally on account of transcription 
activation, knockdown of CNTN-1 enhanced E-cadherin 
expression through inhibition of Slug and SIP1 in lung 
cancer (Yan et al. 2013). Considering CNTN-1 as a cell 
surface protein, CNTN-1 may indirectly affect E-cadherin 
expression. Here, we ascertained a reduction in transcrip-
tion factor such as Slug rather than Snail, which might 
contribute to the decrease in E-cadherin expression due to 
the indirect mediation of CNTN-1. This deduction is based 
on our research of the suppression of CNTN-1 expression 
in MKN45 cells as well as the investigation regarding the 
correlation of CNTN-1 with EMT-related proteins in the 
primary lesion and the adjacent normal gastric mucosas 
in 72 patients with gastric cancer. Nonetheless, further 
insights into the pathways involved in the process whereby 
CNTN-1 activates transcription factor Slug are needed to 
improve an in-depth understanding of the full view to can-
cerous metastatic mechanism. Additional investigations 
that whether other transcription factors are related to the 
process of CNTN-1-mediated reduction in E-cadherin are 
also required.
How to achieve the most effective silencing of CNTN-1 
gene expression in cancer cells? As reported, RNAi had 
been used as a therapeutic approach (Elbashir et al. 2002). 
To make the function of siRNA more effective, the pre-
sent study used the shRNA-based recombinant lentiviral 
vectors to produce siRNA. Results in this investigation 
of ours showed that the sh#2 group could effectively sup-
press CNTN-1 expression in MKN45 cells. Following this 
foundational outcomes, knockdown of CNTN-1 expres-
sion in the sh#2 group was identified to inhibit cell migra-
tion and invasion but not affect cell proliferation in vitro. 
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Furthermore, two in vivo models were used in this study 
in which one is subcutaneous of transplanted cancer cells 
in mice and another is intravenous of injection of cancer 
cells into tail vein of mice. Consistent with the results in 
vitro, the outcomes in vivo revealed that CNTN-1 signifi-
cantly affected the metastasis rather than the proliferation 
in gastric cancer cells. Although the construction of nude 
mice metastatic models in the research does not follow the 
principle of physiologic metastatic model, it is able to imi-
tate the overflow of cancer cells from blood vessels into the 
target organ which is deemed to be a key step in the meta-
static process (Elkin and Vlodavsky 2001). Thus, as in pre-
vious researches (Su et al. 2006a; Huang et al. 2014; John-
son et al. 2012; Yang et al. 2011), this model has been used 
to compare the metastatic potential among different groups. 
Furthermore, CT has been developed specifically for high 
anatomical resolution imaging of small animals (Berger 
et al. 2002; Paulus et al. 2001). To find the metastatic nod-
ules in lung of nude mice in due course, Micro-PET/CT 
was employed in non-invasive in vivo imaging to monitor 
tumor growth in the present study.
In summary, CNTN-1 was selectively expressed in can-
cer tissues, and its expression was correlated with tumor 
stage, lymph node metastasis and patient survival. Silenc-
ing of CNTN-1 expression suppressed the invasive ability 
of MKN45 gastric cancer cells. Regarding the mechanisms 
through which CNTN-1 promoted cancer cell metastasis, 
EMT alteration was observed through CNTN-1-induced 
activation of Slug. The above findings suggest that CNTN-1 
is involved in invasion and metastasis of MKN45 gastric 
cancer cells and seems to be therefore an outstanding can-
didate for a targeted therapy for gastric cancer. However, 
the phenomenon was determined only in MKN45 gastric 
cancer cells. Therefore, to deepen the understanding of the 
real role of CNTN-1-mediated migration and invasion of 
gastric cancer cells, it is worth investigating whether the 
phenomenon in MKN45 cells exists in other gastric cancer 
cells in the future.
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